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(1) GENERAL INFORMATION: 



SEQUENCE LISTING 



(i) 

(ii) 

(iii) 
(iv) 

(v) 

(vi) 
(viii) 
(ix) 



APPLICANT: Gospodarowicz , Denis 
Masiarz, Frank R. 

TITLE OF INVENTION: A Truncated Keratinocyte Growth Factor 
(KGF) Having Increased Biological Activity 

NUMBER OF SEQUENCES: 19 

CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Chiron Corporation 

(B) STREET: 4560 Horton Street 

(C) CITY: Emeryville 

(D) STATE: CA 

(E) COUNTRY: USA' 

(F) ZIP: 94608 

COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.25 

CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER:' 

(B) FILING DATE: 

( C ) CLASS IFICATION : 

ATTORNEY /AGENT INFORMATION: 

(A) NAME: Amy L. Collins, Esq. 

(B) REGISTRATION NUMBER: 33,3 70 

(C) REFERENCE /DOCKET NUMBER: 0953.001 

TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (510) 601-2768 

(B) TELEFAX: (510) 655-3542 



.MAT I ON FOR SEQ ID NO:l: 

SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 194 amino acids 
MB) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

MOLECULE TYPE: protein 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 

Met His Lys Trp lie Leu Thr Trp lie Leu Pro Thr Leu Leu Tyr Arg 
15 10 15 

Ser Cys Phe His lie lie Cys Leu Val Gly Thr lie Ser Leu Ala Cys 
20 25 30 

Asn Asp Met Thr Pro Glu Gin Met Ala Thr Asn Val Asn Cys Ser Ser 
35 40 45 

Pro Glu Arg His Thr Arg- Ser Tyr Asp Tyr Met Glu Gly Gly Asp lie 
50 .55 60 

Arg Val Arg Arg Leu Phe Cys Arg Thr Gin Trp Tyr Leu Arg lie Asp 
65 70 75 80 

Lys Arg Gly Lys Val Lys Gly Thr Gin Glu Met Lys Asn Asn Tyr Asn 
85 90 95 

He Met Glu He Arg Thr Val Ala Val Gly He Val Ala He Lys Gly 
100 105 110 

Val Glu Ser Glu Phe Tyr Leu Ala Met Asn Lys Glu Gly Lys Leu Tyr 
115 120 125 

Ala Lys Lys Glu Cys Asn Glu Asp Cys Asn Phe Lys Glu Leu He Leu 
130 135 140 

Glu Asn His Tyr Asn Thr Tyr Ala Ser' Ala Lys Trp Thr His Asn Gly 
145 150 155 ■ 160 

Gly Glu Met Phe Val Ala Leu Asn Gin Lys Gly He Pro Val Arg Gly 
165 170 * 175 

Lys Lys Thr Lys Lys Glu Gin Lys Thr Ala His Phe Leu Pro Met Ala 
180 185 190 

He Thr 



(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 3 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii)- MOLECULE TYPE: protein 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

Cys As'n Asp Met Thr Pro Glu Gin Met Ala Thr Asn Val Asn Cys Ser 



(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

Met His Lys Trp lie Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 5 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 
AGATCTCTGC AGCTATAATG CACAAATGGA TACTG 3 5 

(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY:' linear 

(ii) MOLECULE TYPE: peptide 



1 



10 



Ser Pro Glu Arg His Thr Arg 
20 
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(xi) SEQUENCE DESCRIPTION: SEQ ,ID NO:5: 



Thr lie Ala Met Pro Leu Phe 
1 5 



(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 8 base pairs 

(B) TYPE:- nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 
AGATCTGCGG CCGCTTAAGT TATTGCCATA GGAAGAAA 3 8 

(2) INFORMATION FOR SEQ ID NO : 7 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION:. SEQ ID NO: 7: 

Ser Tyr Asp Tyr Met Glu Gly Gly Asp lie Arg Val Arg Arg Leu Phe 
15 10 15 

Xaa Arg Thr Gin 



(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
CD) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



G3 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 



GGTGGTGGAT CCCCAGCTTA GTTCATAGGT CC 



(2) INFORMATION FOR SEQ ID NO : 9 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 

His Gin Asn Val Phe Arg Lys Ala Pro lie Gin Ala 
1 .5 .10 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 
GTGTTGGTTA ACGAATCGCT TAGCCGGAAT TTGTGC 36 
(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

Pro Ala Lys Arg Ser Tyr Asp Tyr Met Glu Gly Gly 
15 10 
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(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3 9 base- pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

( i i ) MOLECULE . TYPE : DNA • ( genomi c ) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 
CCGCCGGCTA AGCGAAGTTA TGATTACATG GAAGGAGGG 3 9 

(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single. 

(D) -TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 

Thr lie Ala Met Pro Leu Phe His 

1- 5 

(2) INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

GGTGGTGTCG ACTTAAGTTA TTGCCATAGG AAGAAAGTG 3 9 

(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 25 base pairs 




# 
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(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 
GATCAGATCT AAATTTCCCG GATCC 2 5 

(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 5 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 
TC TAG ATTTA AAGGGCCTAG GAGCT 2 5 

(2) INFORMATION FOR SEQ. ID NO:17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino' acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single' 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

Met Ser Tyr Asp Tyr Met Glu Gly Gly 

1 5. 

(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 5 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: DNA (genomic) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: ( 
GTTGTTTCAT GAGTTATGAT TACATGGAAG GAGGG 3 5 



(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 99 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(ix) FEATURE: 

(A) NAME/KEY: - 

(B) LOCATION: . 13 . . 14 

(D) OTHER INFORMATION: /hote= "The figure did not contain 
the intervening polyhedrin sequences . " 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

TATAAATATT CCGGGCGCGG ATCGGTACCA GATCTGCAGA ATTCTAGAGG ATCCTGATCA 60 

GCTAGCAGAG CTCGCGGCCG CCCGGGCCGT ACCGACTCT 99 




